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Abstract Investigating Bacteria-Algae Culture Crashes
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Shown above are the number of samples (bottom numbers) taken for each
growth chamber size (top). More samples were collected from larger growth
chambers because previous results have shown that larger vessel sizes exhibit
a larger number of bacteria and undesirable algae. One important question
will be how we can make biofuel-producing algae cultures more resistant to
invasion and “culture crash,” a costly failure to retain a healthy and productive
population of the desired algae strain, Nannochloropsis salina.

In the images above, we can see that the algae in some flasks (top) and 96-well
plates have died. Common causes include pathogens such as viruses, fungi, and
harmful bacteria.

Future Directions

- Sequence Samples and analyze the data
- Incorporate transcriptomics and metagenomics data
- ldentify beneficial and detrimental microbes
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